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Correlation of Breast Cancer Chinese Medicine Syndrome and BRCA1 Gene Mutation
Rate
JIA Wanjun DENG Fei

Abstract Objective To study the correlation of breast cancer Chinese Medicine (CM) syndrome and BRCAL1 gene
mutation rate. Methods Detected CM syndrome classification and BRCA1 gene mutation of 95 cases of patients with primary
breast cancer respectively and discussed correlation between them. Results In 95 cases there was 51 cases with liver- qi
stagnation and phlegm stagnation syndrome(53.68% ) and was 29 cases with imbablance of Chongren channels syndrome
(30.53% ) 15 cases with vital- i deficiency and toxicity ablazing syndrome (15.79% ). Total positive rate of BRCAl gene
mutation was 13.68% (13/95). Comparing BRCA1 gene mutation positive rate of 3 types of CM syndrome there were
significant differences (P <<0.05) positive rate of vital- gi deficiency and toxicity ablazing syndrome was higher than that of
liver- gi stagnation and phlegm stagnation syndrome and imbablance of Chong ren channels syndrome(P<<0.01). Conclusion
Liver- gi stagnation and phlegm stagnation syndrome is the most common syndrome in patients with breast cancer while
BRCA1 gene mutation of patients with vital- gi deficiency and toxicity ablazing syndrome was the highest. There was certain
correlation between breast cancer CM syndrome and BRCAL1 gene mutation rate. It has important clinical significance to study
the correlation between them.
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